Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp : [year=2008; month=l; day=9; hr=13; min=33 ; sec=18; ms=552 ; ] 



*********************************************************** 

Reviewer Comments : 
<210> 1 
<211> 34 
<212> PRT 
<213> T. CRUZI 

<400> Sequence: 51 

Correct the seq id no. to 1 at <400> numeric identifier. 



This type of error is seen throughout the sequence listing. 
************************* 



Validated By CRFValidator v 1.0.3 
Application No: 10726692 Version No: 



2.0 



Input Set: 



Output Set: 



Started: 2007-12-17 10:00:51.028 

Finished: 2007-12-17 10:00:51.735 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 707 ms 

Total Warnings : 7 

Total Errors: 9 

No. of SeqIDs Defined: 7 

Actual SeqID Count : 7 

Error code Error Description 

Undefined organism found in <213> in SEQ ID (1) 

Invalid input format; Value must be an integer in <400> SEQID: (1) 
Undefined organism found in <213> in SEQ ID (2) 

Invalid input format; Value must be an integer in <400> SEQID: (2) 
Undefined organism found in <213> in SEQ ID (3) 

Invalid input format; Value must be an integer in <400> SEQID: (3) 
Undefined organism found in <213> in SEQ ID (4) 

Invalid input format; Value must be an integer in <400> SEQID: (4) 
Undefined organism found in <213> in SEQ ID (5) 

Invalid input format; Value must be an integer in <400> SEQID: (5) 
Undefined organism found in <213> in SEQ ID (6) 

Invalid input format; Value must be an integer in <400> SEQID: (6) 
Undefined organism found in <213> in SEQ ID (7) 

Invalid input format; Value must be an integer in <400> SEQID: (7) 
Empty lines found between the amino acid numbering and the 
No. of Bases conflict, this line has no nucleotides SEQID (7) 
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SEQUENCE LISTING 



<110> KIRCHHOFF, Louis V. 

<120> RECOMBINANT POLYPEPTIDES FOR DIAGNOSING INFECTION WITH 
TRYPANOSOMA CRUZ I 

<130> PNL21311A 

<140> 10726692 
<141> 2003-12-04 



<160> 7 

<170> Patentln version 3.5 

<210> 1 

<211> 34 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 51 

Ser Thr Asp Lys Leu Lys Leu Asn Gin Gin Asn Lys Pro His lie Ala 
15 10 15 



Asn Asn Lys Gin Lys Thr Thr Leu Glu Lys Thr Gin Thr Glu Gin Lys 

20 25 30 



Thr Ala 



<210> 2 

<211> 12 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 52 

Pro Phe Gly Gin Ala Ala Ala Gly Asp Lys Pro Ser 
15 10 



<210> 3 

<211> 21 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 53 

Gly Thr Ala Phe Asp Ala Ser Arg Ser Thr Val Phe Ala Asn Ala Pro 
15 10 15 



Gly Val Ala Gin Val 

20 



<210> 4 

<211> 68 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 54 

Met Glu Gin Glu Arg Arg Gin Leu Leu Glu Lys Asp Pro Arg Arg Asn 
15 10 15 



Ala Lys Glu lie Ala Ala Leu Glu Glu Ser Met Asn Ala Arg Ala Gin 
20 25 30 



Glu Leu Ala Arg Glu Lys Lys Leu Ala Asp Arg Ala Phe Leu Asp Gin 
35 40 45 



Lys Pro Glu Gly Val Pro Leu Arg Glu Leu Pro Leu Asp Asp Asp Ser 
50 55 60 



Asp Phe Val Ala 
65 



<210> 5 

<211> 85 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 55 

Met Ala Gin Leu Gin Gin Ala Glu Asn Asn lie Thr Asn Ser Lys Lys 
15 10 15 



Glu Met Thr Lys Leu Arg Glu Lys Val Lys Lys Ala Glu Lys Glu Lys 

20 25 30 



Leu Asp Ala lie Asn Arg Ala Thr Lys Leu Glu Glu Glu Arg Asn Gin 
35 40 45 



Ala Tyr Lys Ala Ala His Lys Ala Glu Glu Glu Lys Ala Lys Thr Phe 
50 55 60 



Gin Arg Leu lie Thr Phe Glu Ser Glu Asn lie Asn Leu Lys Lys Arg 
65 70 75 80 



Pro Asn Asp Ala Val 
85 



<210> 6 

<211> 14 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 56 

Gin Arg Ala Ala Glu Ala Ala Lys Ala Val Glu Thr Glu Lys 
15 10 



<210> 7 

<211> 214 

<212> PRT 

<213> T. CRUZI 

<400> Sequence: 57 

Asp lie Asp Pro Met Gly Ala Cys Gly Ser Lys Asp Ser Thr Ser Asp 
15 10 15 



Lys Gly Leu Ala Ser Asp Lys Asp Gly Lys Asn Ala Lys Asp Arg Lys 
20 25 30 



Glu Ala Trp Glu Arg lie Arg Gin Ala lie Pro Arg Glu Lys Thr Ala 
35 40 45 



Glu Ala Lys Gin Arg Arg lie Glu Leu Phe Lys Lys Phe Asp Lys Asn 
50 55 60 



Glu Thr Gly Lys Leu Cys Tyr Asp Glu Val His Ser Gly Cys Leu Glu 
65 70 75 80 



Val Leu Lys Leu Asp Glu Phe Thr Pro Arg Val Arg Asp lie Thr Lys 
85 90 95 



Arg Ala Phe Asp Lys Ala Arg Ala Leu Gly Ser Lys Leu Glu Asn Lys 
100 105 110 



Gly Ser Glu Asp Phe Val Glu Phe Leu Glu Phe Arg Leu Met Leu Cys 
115 120 125 



Tyr lie Tyr Asp Phe Phe Glu Leu Thr Val Met Phe Asp Glu lie Asp 



130 135 140 



Ala Ser Gly Asn Met Leu Val Asp Glu Glu Glu Phe Lys Arg Ala Val 
145 150 155 160 



Pro Lys Leu Glu Ala Trp Gly Ala Lys Val Glu Asp Pro Ala Ala Leu 
165 170 175 



Phe Lys Glu Leu Asp Lys Asn Gly Thr Gly Ser Val Thr Phe Asp Glu 
180 185 190 



Phe Ala Ala Trp Ala Ser Ala Val Lys Leu Asp Ala Asp Gly Asp Pro 
195 200 205 



Asp Asn Val Pro Asp lie 
210 



6 



